Key indicators: single-crystal X-ray study; T = 193 K; mean (C-C) = 0.005 Å; R factor = 0.033; wR factor = 0.080; data-to-parameter ratio = 22.7.
The title compound, C 8 H 9 BrO, crystallizes with two molecules in the asymmetric unit. The structure displays O-HÁ Á ÁO hydrogen bonding, generating zigzag chains evolving around a screw axis along [100] .
Related literature
For literature on related complexes, see: Angiolini et al. (1995) ; Venkatachalam et al. (2005) . For related literature, see: Staples (2001) ; Staples & George (2005) ; Staples & Huang (2002) .
Experimental
Crystal data C 8 H 9 BrO M r = 201.06 Orthorhombic, P2 1 2 1 2 1 a = 7.3235 (6) Å b = 11.9440 (11) Å c = 19.3583 (18) Å V = 1693.3 (3) Å 3 Z = 8 Mo K radiation = 4.79 mm À1 T = 193 (2) K 0.20 Â 0.08 Â 0.08 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1998) T min = 0.434, T max = 0.680 12365 measured reflections 4195 independent reflections 3420 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.033 wR(F 2 ) = 0.080 S = 1.03 4195 reflections 185 parameters H-atom parameters constrained Á max = 0.67 e Å À3 Á min = À0.33 e Å À3 Absolute structure: Flack (1983), with 1788 Friedel pairs Flack parameter: À0.004 (10) Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 1997) ; cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL (Bruker, 2000) ; software used to prepare material for publication: SHELXTL. 
Comment
We have been studying the crystallization properties of enantiomeric compounds and their racemic mixtures, as well as the effect of hydrogen bonding on their crystallization behaviour (Staples and Huang, 2002; Staples and George, 2005) . In particular we are interested in those compounds that can act as ligands to transition metal complexes (Staples, 2001) . In the course of this study we have structurally characterized the tittle compound, C 8 H 9 BrO (I). We have also crystallized the enantiomeric compound, R-(-)-2-bromo-alpha-methyl benzylalcohol, which will be reported later.
S-(+)-2-bromo-alpha-methyl benzylalcohol crystallizes with two molecules in the assymmetric unit and presents intermolecular hydrogen bonding, a fact which can dictate the crystallization as well as solvation properties. It is our hope that we can use this compound for further studies of crystallization and coordination chemistry.
The stucture of S-(+)-2-bromo-alpha-methyl benzylalcohol is shown in Fgure 1. The compound exhibits standard bond lengths and angles, similar to those in closely related compounds (Angiolini et al., 1995; Venkatachalam et al.,2005) . It displays hydrogen bonding interactions with neighboring molecules (Table 1) , to form a linear type of hydrogen bonding structure ( Figure 2) . The outcome is a zigzag chain structure containing both unique molecules and evolving around a screw axis along [100].
Experimental
The title compound was purchased from Aldrich and the crystals were grown by a slow evaporation of a dichloromethane solution.
Refinement
All H atoms were found by difference Fourier methods and refined isotropically. 
Special details
Experimental. Data was collected using a BRUKER SMART CCD (charge coupled device) based diffractometer equipped with an Oxford low-temperature apparatus operating at 193 K. A suitable crystal was chosen and mounted on a glass fiber using grease. Data were measured using omega scans of 0.3° per frame for 30 s, such that a hemisphere was collected. A total of 1271 frames were collected with a final resolution of 0.76 Å. The first 50 frames were recollected at the end of data collection to monitor for decay. Cell parameters were retrieved using SMART software and refined using SAINT on all observed reflections. Data reduction was performed using the SAINT software which corrects for Lp and decay. The structures are solved by the direct method using the SHELX90 program and refined by least squares method on F2 SHELXL93, incorporated in SHELXTL V6.1. 
